Supplementary Figures
Heterologous overexpression and functional analysis of the Isodon suzhouensis IsKS1

gene in Arabidopsis thaliana

Figure S1. Predict hydrophobicity and hydrophilicity of IsKS1

Figure S2. Comparison of the tertiary structures of IsKS1 with KS4 (A0OA1Z3GBK
8.1.A) from Isodon rubescens.

Figure S3. Constructed  eukaryotic  overexpression  recombinant  plasmid

pBWA(V)BS-KS-GFP-gus and validated by double enzymatic digestion.



Figure S1.

extended strand

random coil

I M “\‘

" PR

Figure S2.
sks1 MSLILSSFSLFRSSRSSPASASLAGSGHPRTTPPKIASLQ

AOA1Z3GBK8.1.A MSLILSSF LFRSSRSSPASASLAGSG PXTTPPK ASLQ-SPMFEETKCRIAKUFKKIEV(]) VDTANVH\@SPFSS @( 97

st FPDCLFHLLQNQCPDGSHAQPHH

8

166

AOA1Z3GBKS.1.A FPDSLFWLLONQCPDGSHAQPHH!SHS! SPSLLUNKDVLSSTLASTLAL/KWGLGQHIAKGLHFLELNFASATONSQITPLGEDI 182

IsKS1

251

AOA1Z3GBKS.1.A VFPAHLDHAADLSLNLRLDPTTLNDLMNRROLELQRCTENGSAETEVYMAVIGEGHGKUHDHESVMKJORKNGSIDF NSPSTTAAR 267

IsKS1

AOA1Z3GBKS.1.A FTALNSDCLNYLYSALNKHGSAVPAVYPLDIYSQLC I VONLERLGISRAFSTEIQSVLD: TYRCHLGGOEET JMDASTCGLAFR 352

IsKS1

336

a1

AOA1Z3GBKS.1.A TLRMNGYKVTSDSFIKVVQDCF - SSPGHMROYNTTLELYRASELMLYPHETELEKQNSRLRSLLEQELSGGSIQSSQLNAEVKQ 435

IsKS1

A0A1Z3GBKE.1.A ALDYPEYA: LORMVKKKTIERYNIDDSRILKTISELPSFGNKDLLSLSVQDYNRCQATHREELREFDRWFVENRLDELEFARHKS 520

506

599

1sKS1
AOA1Z3GBKS.1.A AYYYCYFAAAAT) FAPELSDARMSWAKNALMTTMVDDLFOVIGSVEEMKNLIQLVEL: D\ CHCVOILFSALIR) 601

1sks1 KSVKWMDIYEYHLPNLYL
AOA1Z2GBKS.1.A

Figure S3.

\ed

. d'\ges
Marker ?\asﬁ\‘d

(B)

—

— 12000
— 8000
— 5000
— 4000
— 3000
— 2500
— 2000

- 1500
— 1000
— 750

— 500

R

'Vo S ¢,
€rminator
GUSPIUS inato

OS terminator

608

9\a5“‘\6

4 [sKS1



